
Module 3:
FastOMA



FastOMA, our new tool 
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HOG inference
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HOG inference
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HOG inference
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HOG inference
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HOG in orthoXML

Nested structure 
of HOG



Orthology inference for Eukaryote dataset

• 2180 eukaryotic species

• Uniprot reference proteomes

• in a single day using 300 CPUs
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github.com/DessimozLab/
FastOMA



Module 3.3
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