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Learning outcomes

- What is overlapMatrix?

- Why do we need it?

- How to make it?



Multi-omics data snapshot

ATAC-seq

ChIP-seq

RNA-seq



Differential analysis results

Assay Analysis Output

ATAC Differential Accessibility Statistically significant Peaks

ChIP Differential Enrichment Statistically significant Peaks

RNA Differential Expression Statistically significant Genes



Identify the starting point 

1. RNA-seq

2. ChIP-seq

3. ATAC-seq



ATAC-seq as a starting point

Target



ATAC peaks 

GRanges

Pipeline for overlapMatrix

overlapMatrix

logFC & FDR



ATAC peaks 

GRanges

ChIP peaks 

GRanges
Genes GRanges

Pipeline for overlapMatrix

overlapMatrix

logFC & FDR

logFC & FDR

logFC & FDR

Keeping all regions from ATAC-seq



EnrichedHeatmap from overlapMatrix

overlapMatrix

Mid of regions

normalizedMatrix

(Enriched)Heatmap



Exercise 4



Thank you
D A T A  S C I E N T I S T S  F O R  L I F E
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