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Trainers/ organisers/ helpers

Luciano Cascione: Head of Bioinformatics Core Unit, IOR & SIB

Deepak Tanwar: Trainer at SIB & Bioinformatics Specialist at UZH

Serena Zambarbieri: Bioinformatician at IOR

Gregoire Rossier: Training Project Manager at SIB

Patricia Palagi: Training Group Leader at SIB



Learning outcomes

Explain the characteristics of the most-used methods to scRNA-seq data

Perform quality control at different steps of the analysis

Use dimensionality reduction (PCA, t-SNE, UMAP)

Apply best practices for translating single cell transcriptomic data into 
biological knowledge



Learning experiences

Lectures

Quizzes

Exercises



Quiz: 1-4



Communication

Course website: https://sib-swiss.github.io/single-cell-r-training

Shared document

General links for the course
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About me – Luciano Cascione

Bike-aholic, married, two 
kids 

Background in 
computational science and 
cancer biology and 
genomics

Research focus: B-cell 
lymphomas, RNA-Seq & 
single-cell omics

Passionate about teaching, 
reproducible and impactful 
data analysis

Developer of bioinformatics 
tools (e.g., EasyCircR for 
circRNA analysis)

Co-Head of the 
Bioinformatics Core, 
Institute of Oncology 
Research (IOR)



Supporting thoughout the project

Experimental 
Design

Data 
Managing

Basic Analysis
Downstream 

Analysis

Interpretation

Bioinformatics 
Facility

Institute 
of 
Oncology 
Research

4 post-doc
5 PhD Student

Visiting Student from 
Verona and Milan

7 Groups
+

IELSG, EOC and IRB
(research projects)



What is a bioinformatician

Biology

Statistics
Computer 

Science



What is a bioinformatician

Biology

Statistics
Computer 

Science



Superwomen and Supermen

Marco 

Bolis 
(co-head)

Lodovico
Terzi  

Martina 

TroianiJichang

Zhang Sara

Michel

Serena 

Zambarbieri

Matin 

Salehi

Davide 

Castaldi

Cassanmagnago, Giada Andrea

Giada 

Cassanmagnago

Mahta

Mobarak

Daniele

Braga

https://search.usi.ch/it/persone/8ad3fbd15bfe02fd7e958315405d835b/cassanmagnago-giada-andrea


Introduction round

Your name

Bioinformatics user, scientist, or engineer

What do you do? (PhD/ postdoc)

Your topic of research.

Why are you joining the course?



Thank you
D A T A  S C I E N T I S T S  F O R  L I F E

sib.swiss
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